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Gut Microbiota and Child Health

An overview of potential factors influencing child gut microbiota and health from gestation to childhood

POSITIVE FACTORS NEGATIVE FACTORS

During gestation - maternal factors that impact early health programming of the
offspring via maternal microbiota and in utero colonisation™

e Drugs (e.g. antibiotics)

e Stress

e Undernourished or high-fat diet
e Overweight

e Excessive pregnancy weight gain

e Healthy diet (e.g. with good
nutrition and lower in fat)

e Healthy maternal weight

e Appropriate weight gain

At birth - infant is exposed to maternal microbiota *’

O

After birth and up until childhood *’

e Cesarean section
e Preterm birth

e Vaginal birth

e Formula-fed*

e Drugs (e.g. antibiotics)

e Stress

e Undernourished

e Unhygienic environment

e Breastfed, providing
microbes and human milk
oligosaccharides (HMOs)*

e Weaning to a diet with fibre,
prebiotics and probiotics

*Effect may be modulated
depending on ingredients such
as prebiotics present in the
formulation

1
/\ I /\ Dysbiotic gut microbiota in the child*’

*Effect is strongly associated with degree of
exclusivity and duration, but not impacted
by nursing or pumping feeding mode*

e Such as with reduced diversity and less bifidobacteria

R

Associated with potential long-term health consequences in the child*’

e Immune: Asthma, allergy
e Metabolic: Obesity, diabetes, non-alcoholic fatty liver disease
 Cognitive: Attention-deficit-hyperactive disorder (ADHD)? autism®
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